
SURVEILLANCE OF INFECTIOUS
DISEASES IN ANIMALS AND HUMANS

IN SWEDEN 2021

Chapter excerpt -
Salmonellosis



Editor: Karl Ståhl
Department of Disease Control and Epidemiology
National Veterinary Institute (SVA), SE-751 89 Uppsala, Sweden

Authors: Emmi Andersson, Charlotte Axén, Ioana Bujila, Erika Chenais, Mariann Dahlquist, Rikard Dryselius,
Helena Eriksson, Linda Ernholm, Eva Forsgren, Malin Grant, Gittan Gröndahl, Gunilla Hallgren, Kristina Ham-
marén Busch, Anette Hansen, Marika Hjertqvist, Mia Holmberg, Cecilia Hultén, Hampus Hällbom, Helena
Höök, Désirée Jansson, Tomas Jinnerot, Jonas Johansson Wensman, Jerker Jonsson, Oskar Karlsson Lind-
sjö, Sara Kjellsdotter, Ulrika König, Elina Lahti, Emelie Larsdotter, Neus Latorre-Margalef, Mats Lindblad,
Anna Lundén, Anna Nilsson, Oskar Nilsson, Maria Nöremark, Anna Omazic, Anna Ordell, Ylva Persson, Karin
Persson-Waller, Emelie Pettersson, Ivana Rodriguez Ewerlöf, Thomas Rosendal, Marie Sjölund, Karl Ståhl,
Lena Sundqvist, Robert Söderlund, Magnus Thelander, Karin Troell, Henrik Uhlhorn, Anders Wallensten, Per
Wallgren, StefanWidgren, Camilla Wikström, Ulrika Windahl, JoakimWistedt, Beth Young, Nabil Yousef, Sia-
mak Zohari, Erik Ågren, Estelle Ågren

Typesetting: Wiktor Gustafsson

Cover: Necropsy of a laying hen at the National Veterinary Institute (SVA). Photo: Désirée Jansson

Copyright of map data: ©EuroGeographics for the administrative boundaries

Reporting guidelines: Reporting guidelines were introduced in 2018 for those chapters related to purely an-
imal pathogens. The guidelines build on experiences from several EU projects, and have been validated by a
team of international experts in animal health surveillance. The aim is to develop these guidelines further in
collaboration within the global surveillance community and they have therefore been made available in the
form of a wiki on the collaborative platform GitHub (https://github.com/SVA-SE/AHSURED/wiki). Feel free
to contribute!

Layout: The production of this report continues to be accomplished using a primarily open-source toolset.
The method allows the source text to be edited independently of the template for the layout which can be
modified and reused for future reports. Specifically, the chapter texts, tables and captions are authored in
Microsoft Word and then converted using pandoc and R to the LaTeX typesetting language. Most figures
and maps are produced using the R software for statistical computing and the LaTeX library pgfplots. De-
velopment for 2021 has focused on migration of custom typesetting from R into the lua language which
can be applied as a filter in the pandoc conversion process. The tool is available as an R package on GitHub
(https://github.com/SVA-SE/mill/). The report generation R package and process was designed by Thomas
Rosendal, Wiktor Gustafsson and Stefan Widgren.

Print: TMG Tabergs AB

Except where otherwise noted, the reuse of this document is authorised under the Creative Commons At-
tribution 4.0 International (CC BY 4.0) licence. This means that reuse is allowed provided appropriate credit
is given and any changes are indicated. For any use or reproduction of photos or other material that is not
owned by SVA, permission must be sought directly from the copyright holders.

Suggestion citation: Surveillance of infectious diseases in animals and humans in Sweden 2021, National
Veterinary Institute (SVA), Uppsala, Sweden. SVA:s rapportserie 79 1654-7098

This report may be subject to updates and corrections. The latest version is always available for download
at www.sva.se.

visiting address. Ulls väg 2B address. 751 89Uppsala
telephone. +46 18-67 40 00
e-mail. sva@sva.se web. www.sva.se

https://github.com/SVA-SE/AHSURED/wiki
https://products.office.com/sv-se/word
http://pandoc.org/
http://www.r-project.org/
http://www.latex-project.org/
http://www.r-project.org/
https://ctan.org/pkg/pgfplots
https://pandoc.org/lua-filters.html
https://cran.r-project.org/doc/manuals/r-release/R-intro.html#Packages
https://github.com/SVA-SE/mill/
https://github.com/SVA-SE/mill/
https://cran.r-project.org/doc/manuals/r-release/R-intro.html#Packages
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
www.sva.se


Salmonellosis
BACKGROUND
Salmonellosis is one of the most important bacterial
zoonoses. The genus is divided into two species: S. enterica
and S. bongori. Most Salmonella belong to S. enterica sub-
species enterica. More than 2500 different serovars belong-
ing to this subspecies have been described. Salmonella can
infect a multitude of animal species, including humans. Hu-
mans are infected by contaminated food products of various
types, through contact with infected animals, via person-to-
person transmission or via a contaminated environment.

A severe domestic outbreak of S. Typhimurium in 1953
with more than 9000 cases prompted the need for a control
programme for Salmonella in Sweden. Since then, the strat-
egy for control has been developed to prevent Salmonella in
all parts of the production chain, from feed to food of an-
imal origin. When Sweden joined the European Union in
1995, the Swedish Salmonella control programme was ac-
cepted. Sweden obtained additional guarantees for live ani-
mals, meat, and eggs from countries with a non-equivalent
Salmonella status to be tested for the presence of Salmonella
before entering the Swedish market. The control programme
constitutes an important safeguard to Swedish public health.

In recent years, a total of 2000–3000 human cases of
salmonellosis have been reported annually to the Public
Health Agency of Sweden. A majority (60–80%) of these
cases were infected abroad. During the last decade, the num-
ber of cases infected abroad has decreased, whereas the do-
mestic incidence has remained stable. Yet, the proportion
of domestic infections in Sweden is low compared to many
other countries. The source of the verified outbreaks is often
imported food. The contribution to the human disease bur-
den from domestic food-producing animals is low. In 2021,
as in 2020, the COVID-19 pandemic has resulted in both a
very low incidence of salmonellosis and a very high propor-
tion of domestic infections.

DISEASE
Animals
Infected animals are often asymptomatic. However,
Salmonella can cause clinical illness with diarrhoea, abor-
tions, and fever, and even lead to death. In Sweden, clin-
ical signs are frequently seen in cattle, horses, cats and
dogs, whereas infected poultry and pigs are most commonly
asymptomatic.

Humans
Salmonella infects the gastrointestinal tract and causes an
acute gastrointestinal illness. The symptoms can range from
asymptomatic and mild to severe. The incubation period
is typically between 1 and 3 days but can vary from 6
hours to 10 days. Most patients recover from the illness
spontaneously but sequelae such as reactive arthritis occur
in approximately 1–15% of the patients. Excretion of the
pathogen normally lasts for four to six weeks but prolonged

asymptomatic excretion occurs. In rare but severe cases the
infection can spread via the bloodstream to organs outside
the gastrointestinal tract.

LEGISLATION
Feed
Control of animal feed is an integrated and essential part of
the control programme for Salmonella in primary produc-
tion. The feed business operator is responsible for produc-
ing Salmonella-free feed. Poultry feed must be heat treated
according to the legislation. A major part of cattle and pig
commercial feed is also heat-treated. The production of feed
is supervised by the Swedish Board of Agriculture which
carries out announced and unannounced inspections at feed
mills and pet food producers. The control of Salmonella in
feed is regulated in national legislation (SJVFS 2018:33 with
amendments, SJVFS 2022:3) as well as in an EU regulation
(Commission Regulation (EU) No142/2011).

Animals
Investigation is required upon clinical suspicion of
salmonellosis and any finding of Salmonella, regardless
of serovar, is notifiable. Action is taken to eliminate the
infection or contamination except in cases of findings of S.
diarizonae serovar 61:(k):1,5(7) in sheep. Vaccination is
not used in Sweden. The Salmonella control programme is
governed by the Swedish Act on Zoonoses (SFS 1999:658)
and its regulations. The aim of the programme is that ani-
mals sent for slaughter and animal products should be free
from Salmonella.

Food
Any finding of Salmonella in food is notifiable and a con-
taminated food product is considered unfit for human con-
sumption. However, there is one exception, which is S. di-
arizonae serovar 61:(k):1,5(7) in sheep meat, as this serovar
is not considered to be of public health importance (LIVFS
2005:20).

Laboratories analysing samples taken by authorities are
obliged to send isolates of Salmonella from positive food
samples to the National Reference Laboratory for serotyp-
ing (LIVFS 2005:21).

Humans
Salmonellosis in humans is notifiable according to the Com-
municable Disease Act (SFS 2004:168 with amendments,
SFS 2022:217). Laboratory confirmed cases include cases
with samples that are only positive by PCR i.e., where no
isolate has been obtained.

MEASURES IN CASEOFFINDINGSOF SALMONELLA
Isolates
All suspected isolates of Salmonella from non-human
sources are sent to the National Veterinary Institute (SVA)
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for confirmation and serotyping. Index cases are defined as
the first isolate of Salmonella in a holding of pigs, cattle,
goats, sheep, horses or a poultry flock during the period of
restriction measures. For companion animals, index cases
are defined as the first isolate of Salmonella from a compan-
ion animal in a household or a kennel of a specific species
during a calendar year. For wild animals, the index case is
defined as the first isolate from a wild animal species in a
municipality or a locality during a calendar year. Index iso-
lates from index cases as well as other index isolates (other
serovars from the holding, flock or the companion animal,
findings of Salmonella at postmortem or in a lymph node
but not confirmed in a holding and S. diarizonae serovar
61:(k):1,5(7) in sheep) are resistance tested. From cats and
passerine birds, however, a subset of isolates is resistance
tested and further typed. In addition, one isolate per holding
from holdings under restrictions are resistance tested. Iso-
lates of S. Typhimurium are further typed by MLVA. From
2020 onwards a subset of isolates of all serovars from food
and animal sources is characterized by whole genome se-
quencing (WGS).

All isolates of Salmonella from domestic human cases
are sent to the Public Health Agency of Sweden for typing
using WGS. A subset of isolates from travel-associated cases
are also typed. Both serotype and resistance markers are
identified from the sequence data. Clustering of isolates is
also done to identify outbreaks and for source tracing.

Feed
Findings of Salmonella in intra-community traded or im-
ported feed materials and compound feeds are reported
in the Rapid Alert System for Food and Feed (RASFF)
(https://ec.europa.eu/food/safety/rasff_en). Measures are
always taken when Salmonella is detected in feed samples.
Salmonella positive feed materials are usually treated with
organic acids. After acid treatment the feed material must
be re-tested negative before use in feed production. Fin-
ished feed containing Salmonella must be withdrawn from
the market. Extended sampling and cleaning are done in
the production line if Salmonella is detected in the weekly
surveillance. If Salmonella is found before heat treatment,
the contaminated part of the production line is thoroughly
cleaned and disinfected, usually by dry cleaning, followed by
disinfection. If Salmonella is found after heat treatment, the
production will be stopped, and the feed mill must be thor-
oughly cleaned and disinfected. Environmental sampling
must show negative results before production is resumed.

Animals
If Salmonella is suspected in an animal, a veterinarian is ob-
ligated to take samples and implement measures to prevent
further transmission. When Salmonella is detected, the lab-
oratory must notify the Swedish Board of Agriculture and
the County Administrative Board. When detected in a food-
producing animal, the County Veterinary Officer informs the
official veterinarian at the abattoir involved.

Figure 39: An illustration of the Swedish surveillance of Salmonella in
feed, food, animals and humans. Infographic by Arianna
Comin.

DISEASE SURVEILLANCE 2021 77

https://ec.europa.eu/food/safety/rasff_en


IN FOCUS: Re-emergence of Salmonella Choleraesuis

Salmonella Choleraesuis is a host-adapted serovar most often associated with pigs and wild boar, but
which may also cause disease in humans and occasionally in other mammalian species. This serovar, like
the other host adapted serovars, is more often a cause of systemic disease and septicaemia than the more
universal ones.

Prior to the detection of S. Choleraesuis in a pig herd, one of its contact herds, and a small game
enclosure of wild boar in the autumn of 2020, the serovar had not been found in pigs or other Swedish
animals since 1979. Following these detections of S. Choleraesuis, a surveillance in free-living wild boar
was initiated. All wild boars found dead and submitted to the National Veterinary Institute were tested
for Salmonella. In addition, a subset of hunted wild boars was tested, beginning first in the vicinity of the
initial detection site in pigs in Skåne and the game enclosure in Södermanland. The survey was expanded
during 2021 to include all counties with an established wild boar population. This sampling continued
throughout 2021, with the aim of estimating the occurrence of S. Choleraesuis in wild boar in other
counties.

Prior to the detection of S. Choleraesuis, Salmonella surveillance in wild boar was passive. Wild
boars were tested for Salmonella within the wild animal surveillance programme only upon clinical
suspicion. After detection of S. Choleraesuis, isolates of this serovar fromwild boar found dead and tested
through wild animal surveillance were sequenced, with one isolate from June 2020 shown to be closely
related to the isolates from domestic pigs. The only other recent wild boar isolate, recovered in 2018, was
found to be unrelated to all other sequenced isolates. In addition, there was one human case from 2019
which was closely related to the strain found in wild boar and pigs in 2020.

By the end of 2021, a total of 546 wild boar have been sampled. In the counties of Skåne and Sö-
dermanland/Stockholm, a high proportion of samples were positive for S. Choleraesuis (Table 17). Outside
these regions, there was only one finding of the specific serovar in a wild boar found dead in the county
of Halland. In addition, the surveillance resulted in sporadic findings of several other serovars (see under
Results/Other animals).

During 2021, S. Choleraesuis was confirmed in three additional pig herds. One of these herds was
detected after the finding of this serovar in a lymph node at slaughter, another through contact tracing
of this herd and the third herd was detected after traceback of a human case of S. Choleraesuis. These
three herds had no other known direct or indirect connections to the pig herd in which S. Choleraesuis
was originally detected in 2020, other than being located in the same county with findings in wild boar.

When Salmonella is confirmed on a farm, the holding
is put under restrictions (except in cases of finding of S. di-
arizonae serovar 61:(k):1,5(7) in sheep), an epidemiological
investigation is performed and a plan to eradicate Salmonella
from the holding is defined. Animal movements to and from
the holding are stopped.

All Salmonella positive poultry flocks are euthanised ir-
respective of serovar. The poultry house involved, and all
possible contaminated areas are thoroughly cleaned and dis-
infected. Before introduction of new birds, all environmen-
tal samples must be negative for Salmonella.

In pigs and cattle, a combination of partial herd depopu-
lation and hygienic measures controlled by repeated sam-
pling is usually practiced. Cattle herds under restrictions
for Salmonella are monitored by a combination of serologi-
cal and bacteriological testing. Hygienic measures can in-
clude reducing the number of animals, control of animal

feed and manure management on the farm and reduction
of Salmonella contamination in the environment by clean-
ing and disinfection. Animals from restricted herds may be
slaughtered after sampling with negative results. The re-
strictions are lifted when the cleaning and disinfection have
been completed and Salmonella cannot be detected by cul-
ture from whole-herd sampling at two occasions performed
four weeks apart.

If Salmonella is detected in companion animals, advice
on hygienic measures to prevent further spread to other an-
imals or humans is given to the owners. If Salmonella is
detected in horses, the stables and/or the paddocks at risk
are put under restrictions and follow up investigations are
performed on the premises.
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In addition, within the scheduled sampling of the control programme during 2021, S. Choleraesuis was
detected in a lymph node from one slaughter pig, in a lymph node from cattle and in one cattle carcass
sample. S. Choleraesuis was not detected in the two herds at trace-back from lymph nodes.

So far, all isolates with an antigenic formula of O6,7:-:1,5 or O6,7:c:1,5 from wild boar submitted
for sequencing have been verified as S. Choleraesuis.

Sequenced isolates from pigs and wild boar show minor genomic variation consistent with area
county of origin but are overall very similar to each other and to the two human cases. This indicates
a comparatively recent common source of the infection. In an international comparison, the Swedish
outbreak isolates most closely resemble previously sequenced isolates from Poland, the Czech Republic
and Germany. The isolates have been tested for antimicrobial resistance and found to be fully susceptible
to all tested antimicrobial substances.

The re-emergence of S. Choleraesuis in Sweden and the presence of this pathogen in the wild boar
population pose a threat to the pig production and calls for strengthened biosecurity measures in pig
farms directed towards avoiding introduction of pathogens from the environment. As Salmonella may be
present in wild boar, measures to avoid contamination of the meat include using only apparently healthy
game for food, applying thorough hygiene measures when dressing and butchering, as well as when
preparing wild boar meat in the kitchen. To determine the distribution and spread of S. Choleraesuis a
continuous surveillance in the wild boar population would be needed. Further investigations, including
sampling of feed and at feeding stations could be added to the surveillance, to assess the possibility of
managing and reducing the presence of S. Choleraesuis in the wild boar population.

Table 17: Results of surveillance of S. Choleraesuis in wild boar found dead and in apparently healthy hunted wild boar from October
1st 2020 to December 31st 2021.

County/Area Category Number sampled S. Choleraesuis Other Salmonella

Stockholm and Södermanland Hunted 112 23 (20.5%) 5 (4.5%)
Found dead 30 11 (36.7%) 1A

Skåne Hunted 184 19 (10.3%) 7 (3.8%)
Found dead 7 4 (57.1%) 0

Other counties Hunted 174 0 8 (4.6%)
Found dead 39 1B 2A

APercentage is not reported when the number of animals is low.
BOne fallen boar with S. Choleraesuis was found in the County of Halland.

Food
Products released on the market will be withdrawn and con-
taminated products will be destroyed or sent for special
treatment to eliminate the Salmonella bacteria, except for
Salmonella diarizonae serovar 61:(k):1,5(7) in sheep meat.

Findings in imported consignments are reported in the
RASFF system and the consignments will be returned to the
country of origin, destroyed, or sent for special treatment as
applicable. RASFF is also used for informing about contam-
inated Swedish food products released on the EU market or
within Sweden.

In food enterprises where Salmonella has been detected,
appropriate follow-up measures will be applied, such as
careful cleaning and disinfection and environmental sam-
pling.

SURVEILLANCE
Feed
In the control programme for feed, the emphasis is on control
of feed raw materials, the heat treatment process, and pre-
ventive measures to avoid recontamination of heat-treated
feed. Suspected feed-borne infections are also investigated
(Figure 39).

Surveillance of intra-community traded and imported
compound feed and feed raw materials
Raw feed materials are the most important risk factor in feed
production. In the domestic legislation, feed materials are
classified according to the empirical risk of being contam-
inated, and high-risk feed materials must test negative for
Salmonella contamination before being used in feed produc-
tion. All consignments of intra-community traded or im-
ported compound feed for cattle, pigs, poultry and reindeer
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and feed materials classified as a risk must be sampled and
tested for Salmonella. The sampling plan is designed to de-
tect a Salmonella contamination in 5% of the batch with 95%
probability.

Surveillance of feed mills
The purpose of the surveillance is to ensure the absence of
Salmonella in the production lines as well as in the feed mill
environment. A safety management system is applied in the
processing line according to HACCP (Hazard Analysis and
Critical Control Points). The management system covers
several specific GMP (Good Manufacturing Practices) re-
quirements, according to the Swedish legislation. A mini-
mum of five samples from feed mills that manufacture com-
pound feedstuffs for poultry and a minimum of two samples
from those manufacturing compound feedstuffs for other
food-producing animals must be collected in the processing
line on a weekly basis. These samples are analysed at SVA
(using the latest version of EN-ISO 6579-1) and any finding
of Salmonella is reported to the Swedish Board of Agricul-
ture. The feed manufacturers also take additional samples
from the processing line and the feed mill environment as
part of their own process quality control.

Pet food and dog chews
Sampling is performed by the feed business operators as part
of their feed safety management system. Consignments of
pet food and dog chews imported from third countries are
sampled according to a sampling plan at the border inspec-
tion. The sampling plan is defined based on a risk assess-
ment.

Animals
In all animal samples except for those taken within the
control programme at abattoirs, detection of Salmonella
is performed using the latest version of the EN-ISO
6579-1 method or a method validated against it. Mea-
surement of antibodies against Salmonella in blood or
milk samples of cattle is performed using commercial
ELISA tests PrioCHECK® Salmonella Ab bovine ELISA
and PrioCHECK® Salmonella Ab bovine Dublin (Thermo
Fisher Scientific, Lelystad, Netherlands).

Poultry
The programme comprises a compulsory part and a volun-
tary part. The purpose of the compulsory programme is to
ensure that poultry sent for slaughter and meat products are
free from Salmonella. All poultry species are included in the
compulsory part, which sets the rules for mandatory sam-
pling (Figure 39).

Compulsory programme
All breeding flocks with more than 250 birds are tested (Ta-
ble 18). Grandparents of Gallus gallus broilers are imported
as day-old chicks. Laying hens, turkeys, geese, and ducks are
imported as parents. Samples consist of sock samples (free
range systems) or faecal samples (cage systems) taken from
all parts of the building or the department where the bird
flock is kept. From rearing flocks, two pairs of sock samples
are taken and pooled into one whereas five pairs pooled into
two are taken from the breeding flocks in production.

All holdings that sell eggs for consumption are sampled
(Table 18). All poultry flocks that have more than 500 birds,
irrespective of species, must be tested. In practice, all poul-
try flocks are tested prior to slaughter and the results must
be available before slaughter. According to the harmonised
legislation, sampling needs to be performed within 3 weeks
prior to slaughter.

The poultry producers pay the costs for the laboratory
analyses and the visits to the farms. Only accredited labora-
tories are allowed to perform the analyses. County Veteri-
nary Officers supervise the poultry control programme re-
gionally. The laboratory sends the test results to the County
Veterinary Officer on a quarterly basis. According to regu-
lations, the County Veterinary Officer must send a report on
the test results of all poultry holdings to the Swedish Board
of Agriculture once a year.

Voluntary programme
The aims of the voluntary programmes are to prevent intro-
duction of Salmonella into the poultry holding and minimise
the risk of spread of the infection to animals and humans.
The voluntary programmes have been in place for more than
40 years.

All broiler and turkey producers belonging to the
Swedish Poultry Meat Association are affiliated to the vol-
untary programme which represents approximately 99% of

Table 18: Sampling scheme of poultry for Salmonella.

Category of poultry Sampling frequency Sample type Sampling before
slaughter

Official
veterinarian

Breeders in rearing 1 d, 4 weeks, 2 weeks prior to
rearing or moving

2 pairs of sock samples Within 3 weeks
before slaughter

Once a year

Breeders in production every 2nd week 5 pairs of sock samples Within 3 weeks
before slaughter

3 times during
production

Layers in rearing 2 weeks prior to moving 2 pairs of sock samples or 2
faecal samples of 75 g

Within 3 weeks
before slaughter

Once a year

Layers in production every 15th week (start at
22–26 weeks)

2 pairs of sock samples or 2
faecal samples of 75 g

Within 3 weeks
before slaughter

Once a year

Poultry for meat
production (all species)

2 pairs of sock samples or 2
faecal samples of 75 g

Within 3 weeks
before slaughter

Once a year
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slaughtered broilers and 91% of turkeys. This voluntary pre-
ventive programme includes hygiene and biosecurity mea-
sures and a high standard for poultry house construction,
such as biosecurity barriers between the clean and unclean
parts. Purchases of animals may only occur from holdings
affiliated to the voluntary programme and only heat-treated
feed is allowed. The poultry houses must be cleaned and dis-
infected before introduction of a new flock. The poultry pro-
ducer needs to make an application to be accepted into the
voluntary programme and a veterinarian inspects the hold-
ing at least once a year.

The Swedish Egg Association is responsible for the vol-
untary programme of the egg line (laying hens, pullets,
breeders). The voluntary programme of the egg line resem-
bles that of the meat line. However, a voluntary programme
is also available for holdings with outdoor access. Produc-
ers affiliated to the voluntary programmes of egg line re-
ceive higher financial compensation in case of a finding of
Salmonella.

Cattle and pig herds
This programme includes a compulsory and a voluntary
component (Figure 39).

Compulsory programme
The aim of the programme is to ensure a low prevalence of
Salmonella in cattle and pig herds. The compulsory part
consists of annual faecal sampling from nucleus and gilt-
multiplying herds and biannual sampling from sow pools.
In cattle, Salmonella testing is performed in all calves <15
months of age that are submitted for necropsy. In both cattle
and pigs, Salmonella testing is also performed in conjunc-
tion with necropsies if an infection is suspected based on
macroscopic findings. All imported animals are also tested
and on clinical suspicion, any herd or single animal should
be tested for Salmonella.

Voluntary programme
The voluntary programme is a preventive biosecurity pro-
gramme aiming at decreasing the risk of introduction of
Salmonella and other infections. Holdings affiliated to the
programme receive higher compensation in case of positive
findings. In addition, affiliated holdings are entitled to ap-
ply for a commercial Salmonella insurance. Most breeding
herds and many of the large dairy herds are affiliated to this
programme.

In addition, there is a “FriskKo (Healthy Cow)” pro-
gramme, including testing for Salmonella antibodies in bulk
milk samples collected four times a year. All herds with
test-positive results in this programme are offered veteri-
nary consultations aiming at improved internal biosecurity
to control and eradicate any Salmonella infection from the
herd.

Salmonella screening in dairy herds
In 2021, regional bulk milk screenings were performed on
the islands of Gotland and Öland in June and October. Got-
land and Öland were the counties with the highest propor-
tion of test positive herds in the national screening in 2019.
All samples were analysed with PrioCHECK® Salmonella

Ab bovine ELISA (O antigens 1, 4, 5, 12 and 1, 9, 12;
Thermo Fisher Scientific, Lelystad, Netherlands). Samples
with a PP-value higher than twenty (PP>20) in this first
test were also analysed with PrioCHECK® Salmonella Ab
bovine Dublin ELISA (Thermo Fisher Scientific, Lelystad,
Netherlands; JV Dnr 6.2.18-14893/2019).

Other animals
Animals are tested for Salmonella on clinical suspicion or as
part of trace-back investigations (Figure 39). Wild animals
necropsied at SVA are also tested for Salmonella on suspi-
cion (see chapter ”Post mortem examinations in wildlife” on
page 140).

Surveillance of Salmonella in wild boar was initiated
during 2020 following the detection of Salmonella Choler-
aesuis in a breeding herd of domestic swine. This serovar
had been absent from domestic swine in Sweden for a pe-
riod of more than 40 years. Samples from wild boar found
dead and reported to SVA from all of Sweden and a subset
of apparently healthy shot wild boar from all counties with a
wild boar population were analysed for Salmonella accord-
ing to ISO 6579:1. Suspected isolates of S. Choleraesuis
were whole genome sequenced for confirmation and further
typing. The surveillance activity is ongoing (see “In focus”).

Food
Control of Salmonella is an important part of in-house qual-
ity control programmes in many food enterprises in Sweden
(Figure 39). All findings must be reported to the competent
authority.

Between 500 and 1000 samples per year are tested as
part of official sampling by local authorities at food enter-
prises, other than slaughterhouses and cutting plants. These
samples are analysed mainly using NMKL (nr 71:1999) or a
method validated against the NMKL method.

Isolates of Salmonella from samples of food taken by
authorities are always sent for serotyping at the National
Reference Laboratory for Salmonella (see Legislation). Al-
though there are no legal requirements, laboratories most of-
ten also send isolates for confirmation from samples taken
by food business operators. Serotyping and in some cases
whole genome sequencing of these isolates is funded by the
Swedish Board of Agriculture, provided that the food busi-
ness operator agrees that the results are made available to the
national authorities. Data from 2007 and onwards are stored
in a database at SVA.

Surveillance at slaughterhouses and cutting plants
According to the Swedish Salmonella control programme,
samples from intestinal lymph nodes and swabs from car-
casses are taken from cattle and swine and neck skin sam-
ples are taken from slaughtered poultry. Sampling at each
slaughterhouse is proportional to the annual slaughter vol-
ume. The total number of samples taken is calculated to de-
tect a prevalence of 0.1% with 95% confidence level in cat-
tle, pig, and poultry carcasses at a national level. Altogether,
approximately 21 000 samples from cattle, adult pigs, fatten-
ing pigs, and poultry are collected at abattoirs annually.
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At red meat cutting plants, approximately 5000 sam-
ples are taken annually from meat residues. Similarly, ap-
proximately 1000 samples are taken in poultry meat cutting
plants.

The samples within the control programme are analysed
by commercial laboratories using the current edition of the
NMKL (nr 71:1999) method, except for approximately 700
samples analysed by a method validated against the NMKL
method. Up to 10 samples are allowed to be pooled into a
pooled sample. If Salmonella is detected in the pool, the
samples included in the pool are analysed separately.

Food business operators are obliged to take swab sam-
ples from carcasses of sheep, goats, and horses at slaugh-
terhouses for analyses of Salmonella, according to the regu-
lation (EG) 2073/2005 on microbiological criteria for food-
stuffs. The results of these analyses are to be reported to
EFSA, but they are not yet collected by the competent au-
thority. In Sweden, the corresponding requirements of swab
sampling of carcasses of cattle and pigs and sampling of
neck skins of poultry carcasses are replaced by the sampling
within the Salmonella control programme.

Humans
Surveillance in humans is based on identification of the dis-
ease by a treating physician and/or by laboratory diagno-
sis (i.e., passive surveillance) (Figure 39). Both treating
physicians and laboratories are obligated to report to the re-
gional and national level to enable further analyses and ad-
equate intervention measures. Salmonella spp. is part of
the microbial surveillance programme at the Public Health
Agency of Sweden and domestic isolates are whole genome
sequenced for serovar determination, assessment of diversity
and cluster detection. The long-term goal is to use the data
to evaluate efforts to lower the level of domestic incidence
of Salmonella infection.

RESULTS
Feed
Fifteen major feed mills produce approximately 95% of the
feed for food-producing animals. In the weekly surveillance
of feed mills, 7412 samples were analysed for Salmonella;
17 of these samples (0.23 %) were positive. Nine serovars
were detected; S. Typhimurium was the most common (n=6)
(Table 19).

In addition, Salmonella was detected in 7 out of 1949
analysed batches from feed materials of vegetable origin.
The most common serovars were S. Senftenberg, S. Ten-
nessee and S. Typhimurium (n=2). No Salmonella was de-
tected during the year in feed materials of animal origin and
from pet food out of 1146 analysed batches.

Animals
Poultry
Salmonella was detected in 11 of the 4077 broiler flocks
tested in routine sampling before slaughter (Table 20 and
Figure 40). Salmonella was detected in three of the 891 layer
flocks tested (Figure 41). One of these layer flocks tested
positive for Salmonella was detected after a cluster of food-
borne infections.

Salmonella was not detected in any breeding flocks. Par-
ent flocks of chicken from one breeding company were eu-
thanised due to the outbreak of Avian Influenza which led
to a shortage of production animals. Therefore, the Swedish
Board of Agriculture permitted the industry to import hatch-
ing eggs from another EU MS. After the import, S. Enteri-
tidis, of an indistinguishable genotype, was detected in al-
together nine chicken flocks delivered by the same hatchery.
In addition, S. Enteritidis of an unrelated genotype, was de-
tected in a layer flock.
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Figure 40: Annual notifications of Salmonella in broiler holdings dur-
ing 1968–2021, breeding flocks included.
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Figure 41: Annual notifications of Salmonella in layer holdings during
1987–2021.
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Table 19: Serovars of Salmonella isolated in feed control in 2021.

Serotype Feed
material
of animal
originA

Pet food Feed
material

of oil seed
originB

Feed
material
of cereal

grain
origin

Other
plantsC

Process
control

feed mills

Process
control

rapeseed
crushing

plant

S. Enteritidis - - - - - 1 -
S. Infantis - - - - - 1 -
S. London - - 1 - - 1 -

S. Mbandaka - - - - - 4 -
S. Molade - - 1 - - - -
Monophasic S. Typhimurium - - - - - 1 -

S. Senftenberg - - 2 - - - -
S. Tennessee - - 2 - - 1 -
S. Typhimurium - - 2 - - 6 -

S. Welikade - - - - - 1 -
S. Yoruba - - - - - 1 -

Total 0 0 7D 0 0 17 0
Number of samples 1030 116 1340 550 59 7412 749
AMeat and bone meal, animal fat, fish meal, greaves, protein meal, meat meal, poultry offal meal, tallow balls and animal by-products.
BDerived from palm kernel, rape seed, soya bean, linseed, peanut and sunflower seed.
CPeas, algae, beans, herbs (dried), and berries.
DIn one of the units positive for Salmonella two other serotypes were found.

Table 20: Results from the Salmonella control programme in poultry flocks in 2021. The figures on the flocks tested are estimates due to the
deficiencies in the Swedish poultry registries and the lack of a unique flock identification.

Animal species Production type Production stage No. flocks tested No. positives Percentage Serovar

Gallus gallus Meat production Adult Grand Parent 15 0 0.00% -
Gallus gallus Meat production Adult Parent 127 0 0.00% -
Gallus gallus Meat production Production 4077 11 0.27% S. Enteritidis (n=9),

S. Tennessee (n=2)
Gallus gallus Egg production Adult Parent 14 0 0.00% -
Gallus gallus Egg production Production 891 3 0.11% S. Enteritidis (n=1),

S. Typhimurium
(n=2)

Turkeys Meat production Adult Parent 4 0 0.00% -
Turkeys Meat production Production 175 0 0.00% -

Geese Meat production Production 14 1 7.14% S. Typhimurium

Ducks Meat production Production 19 0 0.00% -

Salmonella was detected in one flock of geese but not in
any flocks with commercially raised flocks of turkeys, ducks,
quails, or ostriches. As the poultry registries maintained by
the Swedish Board of Agriculture are not sufficiently up-
dated and a unique flock identification is lacking, the fig-
ures on the number of flocks within the programme and the
number of flocks not sufficiently sampled, can only be con-
sidered estimates. It is estimated that approximately 20% of
the poultry holdings lack an annual official sampling.

Cattle
In total, Salmonella was detected in eight new herds in 2021
(Figure 42). Salmonella was isolated from three (0.08%) of
3776 mesenteric lymph nodes from cattle at slaughter (Ta-
ble 21 and Figure 44). The serovar S. Choleraesuis was de-
tected in samples of mesenteric lymph nodes from one cattle
and from one carcass swab.

In the regional bulk milk screenings in Gotland, 6.4% of
the tested herds were positive in June (8/125) and 26.2% in

October (32/122), of which non were positive in the Dublin
ELISA. This was a at the same level as in October 2019 when
22% (30/139) of the herds in Gotland had positive test re-
sults, but more than in the regional screenings 2020 and in
April 2021. Results in Öland were 18% (22/122) and 26%
(28/108) test positive herds in June and October respectively,
of which most were also positive in the Dublin ELISA.
This confirms a continued endemic situation of Salmonella
Dublin in Öland. Regional screenings will continue to be
performed in the following years to better understand varia-
tions between years and seasons and to follow the effect of a
biosecurity program targeted on salmonella positive herds.

Pigs
Salmonella was detected in six pig herds (Figure 43) and
in five (0.15%) of 3417 lymph node samples taken from
adult pigs and from five (0.16%) of 3146 lymph node sam-
ples from fattening pigs (Table 21, Figures 45 and 46). In
one case, after detection of salmonella in a pooled sample

DISEASE SURVEILLANCE 2021 83



of lymph nodes, samples from four individual lymph nodes
from the pool were also found positive. As these four lymph
nodes originated from animals from different herds but still
had identical resistance profiles, a failure either at the abat-
toir or at the laboratory analysing the primary samples is
strongly suspected. Thus, when summarising the results this
finding is counted as one (not four).

One of the pig herds in which Salmonella was detected
in 2021 was the hub of a large sow pool where S. Derby was
isolated from samples taken within the compulsory biannual
faecal sampling of sow pools. There were over 2000 sows in
the sow pool, which consisted of the hub herd, three internal
satellite herds and five external satellite herds. Subsequent
sampling indicated that all the satellite herds were also in-
fected with S. Derby. Because of the continuous movement
of sows between the hub and the satellites, all herds in the
pool have been treated as one epidemiological unit during
the management of the outbreak.

In 2020, the serovar S. Choleraesuis was detected in a
breeding herd and one of its contact herds. These were the

first detections of S. Choleraesuis in domestic pigs in Swe-
den in over 40 years. During 2021, S. Choleraesuis was de-
tected in an additional three pig herds (see “In focus”)

Other animals
Salmonella was detected in two horse stables. Index cases
of Salmonella infection were detected in 42 cats, 7 dogs, 5
wild birds and two hedgehogs (Table 22).

Salmonella was detected in wild boar in 21 municipali-
ties in eight counties (Halland, Kalmar, Kronoberg, Skåne,
Stockholm, Södermanland, Västra Götaland and Östergöt-
land) and 23 index isolates were notified from these munic-
ipalities (Table 22). In total during 2021, S. Choleraesuis
was detected in 13 out of 61 wild boar found dead and in 22
out of 318 shot wild boar (See In focus). In addition, other
serovars were found in one wild boar found dead and in 14
shot wild boar. Serotypes other than S. Choleraesuis isolated
from wild boar were S. Diarizonae (9), S. Typhimurium (4),
S. Newport (2) S. Hessarek (1, by sequencing), S. Duessel-
dorf, S. Enteriditis, S. Coeln, four belonging to the O6,8-
group and one belonging to the O4-group (no further typing
available).
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Figure 42: Annual notifications of Salmonella in Swedish cattle herds during 1958–2021. Data from 1958 through 1967 is extracted from a
graph presented by J.Å. Robertsson (1985).

Table 21: Results from the Salmonella control programme at abattoirs and cutting plants in 2021.

Animal species Sample type No. samples No. positive Percentage Serovar

Cattle Lymph node 3776 3 0.08% S. Choleraesuis (n=1), S. Typhimurium (n=2)
Carcass swab 3831 2 0.05% S. Choleraesuis (n=1), S. Typhimurium (n=1)

Adult pigs Lymph node 3417 5 0.15% S. Choleraesuis (n=1), S. Typhimurium (n=4)

Carcass swab 3336 1 0.03% S. Typhimurium
Fattening pigs Lymph node 3146 5 0.16% S. Choleraesuis (n=1), S. Typhimurium (n=4)

Carcass swab 3090 0 0.00% -

Cattle and pigs Meat trimmings 4921 0 0.00% -
Poultry Neck skin 2940 0 0.00% -

Meat trimmings 1205 0 0.00% -
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Figure 43: Annual notifications of Salmonella in swine herds during 1968–2021. In 2003, a feed borne outbreak of S. Cubana occurred in
Sweden. In 2016 and 2017, Salmonellawas not detected in any herd.
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Figure 44: Samples tested (bars — left axis) and percentage of
Salmonella found (line — right axis) in lymph node samples
from cattle.
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Figure 45: Samples tested (bars — left axis) and percentage of
Salmonella found (line — right axis) in lymph node samples
from sows and boars.
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Figure 46: Samples tested (bars — left axis) and percentage of
Salmonella found (line — right axis) in lymph node samples
fattening pigs sampled at abattoirs.
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Figure 47: Samples tested (bars — left axis) and percentage of
Salmonella found (line — right axis) in neck skin samples
from poultry at major abattoirs.
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Table 22: Notified index isolates of Salmonella in cats, dogs, horses, wild birds and wild mammals in 2021. For all animal species except for wild
boar the number of index cases is the same as the number of index isolates. For wild boar, 21 of the notified index isolates were
index cases.

Serovar Cats Dogs Horses Wild birds Wild boar Other wild animals

S. Agona 0 1 0 0 0 0
S. Choleraesuis 0 0 0 0 12 0
S. Coeln 0 1 0 0 0 0

S. Derby 0 1 0 0 0 0
S. Duesseldorf 1 0 0 0 1 0
S. Enteritidis 0 0 0 0 0 2A

S. Fulica 0 0 0 1 1 0
S. Hessarek 0 0 0 2 0 0
S. Infantis 0 2 0 0 0 0

S. Typhimurium 26 2 2 2 2 0
Salmonella enterica sp diarizonae 1 0 0 0 6 0
Salmonella, O:4 14 0 0 0 0 0

Total 42 7 2 5 22 2
Number of samplesB 2210 152 60 57 22 20
AHedgehogs.
BNumber of samples tested per household (pets), stable (horses) or municipality or location (wild animals).

Food
Within the Swedish Salmonella control programme, swab
samples were taken from 6426 pig carcasses and 3831 cattle
carcasses. Neck skin samples were taken from 2940 poultry
carcasses. Salmonella was detected in swab samples from
one adult pig carcass and two cattle carcasses (Table 21).
At cutting plants, Salmonella was not detected in any of the
4921 red meat or 1205 poultry meat samples taken. (Ta-
ble 21 and Figure 47).

In addition to the sampling performed within the control
programme, 533 samples were taken by national and local
authorities. Salmonella was detected in 24 samples. (Ta-
ble 23).

At the EU-level, Sweden notified ten findings of
Salmonella in food during 2021. All these concerned intra-
community traded or imported batches within the food cat-
egories meat, spices, nuts and seeds, bakery products and
egg products. In total, data from serotyped isolates from
621 batches of food or carcasses sampled at retail, slaugh-
terhouses, or other food enterprises between 2010 and 2021
is available. Of these, 363 were from imported food batches,
146 of domestic origin (48 food batches and 128 carcasses)
and 82 from food batches of mixed or unknown origin. The
distribution of serovars differ between the major food cate-
gories (Figure 48). S. Dublin was the most common serovar
in beef meat whereas S. Typhimurium and S. Derby were
most common in pork meat. The composition of serovars
from poultry meat was quite variable, but S. Newport and
S. Infantis were the most common. Isolates from lamb
meat (mainly originating from swab samples of carcasses)
were almost exclusively S. diarizonae serovar 61:(k):1,5(7),
whereas the composition of isolates from vegetables varied
a lot.
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Figure 48: Distribution of Salmonella serovars in different food cat-
egories. Results of serotyping of isolates from samples
taken at retail, slaughterhouses or other food enterprises
by authorities or food business operators 2010 – 2021. In
total, samples are from 489 batches of food or carcasses
(beefmeat 205, porkmeat 55, poultrymeat 43, lambmeat
121, vegetables 65). Food categories with isolates from
samples of less than 20 batches of food are not included.
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Table 23: Results of Salmonella analyses of food samples taken by the authorities in 2021.

Reason for sampling Total no. of samples No. of positive samples

Survey 15 2 Tahini
Routine control 89 6 Halva
Suspected food poisoning or complaint 311 2 Chocolate
Border control 70 1 Seeds
Other or not reported 48 0

Humans
In 2021, a total of 946 cases of salmonellosis were reported,
compared to 826 cases in 2020 and 1993 cases in 2019 (Fig-
ure 49). Domestic cases increased by 71% from 422 cases
in 2020 to 722 cases in 2021, resulting in an incidence of
6.9 cases per 100 000 inhabitants. The domestic incidence
varies slightly from year to year but has been largely stable
between 5 and 11 cases per 100 000 inhabitants over a long
period until the start of the COVID-19 pandemic. The clear
increase compared to 2020 is reflected by a number of major
outbreaks in 2021 (see below).

A total of 20% of the cases (n=187) were considered to
have been infected abroad. Since the turn of the millennium,
a nearly fourfold decrease in incidence per 100 000 inhabi-
tants among travel-associated cases had been observed un-
til 2019, despite an increase in international travel. From
2019 to 2021, the proportion of travel-associated cases de-
creased by 85 percent from 11.8 (n=1215) to 1.8 cases per
100 000 inhabitants. Half of the travel-associated cases in
2021 (n=93) reported Europe as region of infection and 10%
(n=18) had Spain as reported country of infection.

Among the domestic cases, the median age was 38 years
(0–100 years) and the incidence was highest for children
younger than 5 years of age with 17.3 cases per 100 000 in-
habitants followed by the age group of persons over 80 years
with an incidence of 11.4 per 100 000 inhabitants.

Of the isolates from domestic cases, 87% were serotyped
and the most common serovars among these were S. Enteri-
tidis (23%), monophasic S. Typhimurium (12%) and S. Ty-
phimurium (10%). An additional 60 different serovars were
identified in domestic cases during 2021. Of the cases in-
fected in other countries, 23% were serotyped and S. Enteri-
tidis was the most common serovar (41% of the isolates that
were typed).

For domestic salmonellosis a clear seasonality is usually
observed, with most cases occurring during late summer and
early autumn. In 2021, the number of domestic cases fol-
lowed normal seasonal levels. Travel-related cases showed
a similar seasonal pattern but at levels far below normal, es-
pecially during the first half of the year when particularly
severe travel restrictions prevailed (Figure 50).

Outbreaks
In 2021, eleven outbreaks involving ten or more cases were
identified, a clear increase compared to 2020 when only
two such outbreaks occurred. Together, these outbreaks ac-
counted for 41% (293/722) of the total number of reported
domestic infections. For some, cases of illness occurred over
longer time periods, while others led to a larger number of

illnesses in a short time, for example in February, April-May
and September-October (see Figure 50).

Outbreak of S. Enteritidis, chocolate wafers
Beginning in February, an outbreak of S. Enteritidis was
investigated where 19 of a total of 34 reported cases were
younger than ten years old. Early in the investigation, a con-
nection was established to purchases at a major retail chain
and that many of the cases had eaten wafers and other sweets.
Information about two friends who had met and consumed
such products just once, shortly before both fell ill directed
suspicions at a specific brand of chocolate wafers. How-
ever, repeated sampling and analyses of products from stores
did not lead to any findings of Salmonella. It was not until
products from cases’ homes were analysed that the outbreak
strain of Salmonella was detected, but only in two of a total
of 22 analysed subsamples. Neither the company that pro-
duced the chocolate wafers nor the responsible control au-
thority could identify any salmonella in the production line
or the product.
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Figure 49: Incidence (per 100000) of notified human cases of
salmonellosis in Sweden, 1997–2021. Travel-associated
cases are those where the patient has reported travel to
another country during the incubation period prior to clin-
ical presentation. Domestic cases are patients that have
not travelled outside Sweden.
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Outbreak of S. Braenderup, melons
In early May 2021, Denmark informed about an outbreak in-
volving thirteen people with clustering isolates of S. Braen-
derup. Outbreak cases were noted in several different coun-
tries in both Europe and North America, including seven
cases in Sweden, and an international investigation coordi-
nated by ECDC was initiated. In Denmark, early suspicions
were directed at melons, mainly Galia melons. Based on
epidemiological evidence, the suspicions were strengthened
and expanded against additional types of melons that, based
on harvest time, seemed to originate from South and Central
America. In early June, a large analysis campaign in UK led
to a couple of positive Salmonella findings in Galia melons
originating from Honduras. By this time, melon exports had
ceased for the season and the number of reported illnesses
had begun to decline. Backtracking and extensive sampling
at production sites yielded no results. In November 2021,
Food Safety News reported about a finding of the outbreak
strain on the surface of a washing tank in a Honduran pack-
ing facility for Galia melons. In total, more than 350 cases
were reported from 16 countries. Sweden had 48 outbreak
cases of which 40 were female.

Outbreak related to sesame seed products
In April 2021, the Public Health Agency of Sweden in-
formed in EpiPulse about two clusters with S. Mbandaka
and S. Havana, respectively. Several of the cases were small
children. Germany announced that they had had an out-
break with the same strain of S. Havana in 2019 and also
had cases with the same strain of S. Mbandaka in 2020. In
addition, Germany informed about a previous RASFF noti-
fication mentioning that the two outbreak strains along with
three additional serotypes had been identified in tahini orig-
inating from Syria. Also, US reported related food isolates
including additional serotypes of Salmonella, not only in

tahini but also halwa produced in Syria. Following collec-
tion and analysis of tahini and halwa products of the sus-
pected brand, the Swedish Food Agency identified several
different serotypes of salmonella in tahini and halwa prod-
ucts available on the market. An additional RASSF no-
tification was published and products were removed from
the market. From the summer of 2021, further findings of
Salmonella have been done in products of the same brand
in several European and North American countries, after
which a large number of disease cases with clustering iso-
lates have been identified. In Sweden, 42 outbreak cases
have been linked to six serotypes and eight different strains
of Salmonella.

Outbreak of S. Coeln, sprouts
In mid-September 2021, a rapidly growing cluster of
Salmonella Coeln was identified by the microbial surveil-
lance programme at the Public Health Agency of Sweden.
In the previous week, the infection control unit at the Region
of Örebro County had observed several salmonella cases
among children and via epidemiological investigation found
a possible connection to sprouts served at two schools. In
the further investigation, suspicions against sprouts were
strengthened, both through individual interviews of cases
and through a case/case-study. Backtracing led to a com-
pany that had received a batch of seeds earlier in the sum-
mer and since over 80% of the cases were reported to have
fallen ill within two weeks, it was thought that one contami-
nated batch had been released on the market. Unpasteurized
and pasteurized seeds were sampled and analysed both be-
fore and after germination but without salmonella being de-
tected. Identification of new outbreak cases ceased quickly
and the outbreak eventually came to include 53 people.
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Figure 50: Monthly notifications of domestic and travel-associated human cases of salmonellosis in 2021 and a monthly average for domestic
and travel-associated notifications in 2015–2019.
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Outbreak of S. Dublin,
unclear transmission route from cattle
Between September 2019 and the end of 2021, 22 human
cases with clustering isolates of S. Dublin have been identi-
fied across 10 counties. In most of these cases, the bacterium
was isolated from blood, which indicates a high degree of
invasiveness. In April 2020, the same strain was isolated
from a cattle lymph node sampled at an abattoir and traced
to a large dairy herd located in Östergötland. During 2021,
the outbreak strain was detected in three more cattle herds,
all of which were located in Östergötland. This particular
strain had been identified previously in 2018 in another cat-
tle herd from the same region, which indicates that the strain
may be endemic in that area. Since the start of the outbreak,
this subtype of S. Dublin has been identified in two sam-
ples of Swedish beef products but investigations so far have
not identified the source of the contamination. The epidemi-
ological investigations indicated that some of the infected
people had consumed cheese produced by a dairy located
in Östergötland. The dairy was inspected twice and samples
were taken both from the premises and products produced by
the dairy. Salmonella was not detected in any of the samples.
During the first inspection, it was determined that the dairy
receives all its milk from a single, large dairy herd located
in Östergötland, which led to an investigation in that dairy
herd. Faecal samples collected from the herd were positive
for S. Dublin. The transmission route for this isolate of S.
Dublin between cattle and humans remains unclear.

DISCUSSION
The low proportion of domestic Salmonella infections in hu-
mans is unique to Sweden, Norway and Finland when com-
pared to most other European countries where such data is
collected. This reflects the low Salmonella burden in do-
mestic animals and food. However, in 2020 and 2021 the
number of reported Salmonella cases have halved compared
with pre-pandemic numbers and, in addition, the propor-
tion of domestically infected has become the majority (51
and 76 percent of cases in 2020 and 2021, respectively).
These changes are probably due to restrictions and changed
behaviour during the pandemic, where travel restrictions in
particular can be assumed to have played a major role.

In the feed sector, in 2021 as in previous years, several
different serovars were isolated in the weekly surveillance
of feed mills where S. Typhimurium was the most common
serovar (n=6). The findings were from several different feed
mills, and most of them from the feed material intake area.
This illustrates the importance of handling feed materials in
a proper way even if the feed materials have been negatively
tested for Salmonella.

Salmonella was detected in six pig herds during 2021.
Most of these herds were geographically concentrated in
one region in the south of Sweden. The size and pro-
duction structure of several of the herds, including a large

sow pool made the control and eradication challenging and
very costly. The detection of S. Choleraesuis in a breeding
herd and one of its contact herds in 2020 and in another
three herds in 2021 has called for measures to avoid a re-
establishment of this serovar in the Swedish domestic pig
population. Sequences of S. Choleraesuis isolates from wild
boar and domestic pigs were very similar to the sequence of
a human isolate from 2019 and one from 2021. The find-
ings so far, with high similarity between isolates from wild
boar, domestic pigs and the human cases indicate a common
source and a recent introduction. The surveillance in wild
boar is ongoing and includes all counties with a wild boar
population.

In 2021, regional bulk milk screenings were used to fol-
low up areas of special interest. This complements the na-
tional bulk milk screenings that are performed with several
years’ interval, and will be continued in 2022.

The Swedish Salmonella control programme has been
in place for decades and resulted in a very low Salmonella
burden in domestic animals. However, the programme is
costly and could be modernised. During 2021 the Swedish
Board of Agriculture and the National Veterinary Institute
(SVA) received a joint government assignment to review the
control program and make suggestions for a revision. The
review will be finalized during 2022.

Good cooperation between the public health, food con-
trol and food safety and veterinary sectors is crucial in out-
break investigations, in control, in surveillance as well as in
the further developments of the surveillance programmes.
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